
ScYap1 / 2
Scer|YML007W  QKRTAQNRAAQRAFRERKER
Scer|YDR423C  SRRTAQNRAAQRAFRDRKEA
Spar|spar351-g29.1 SRRTAQNRAAQRAFRDRKEA
Smik|smik645-g4.1 NRRTAQNRAAQRAFRDRKEA
Smik|smik567-g1.1 QKRTAQNRAAQRAFRERKER
Sbay|sbayc638-g4.1 LKRTAQNRAAQRAFRERKER
Cgla|CAGL0H04631g MKRVAQNRAAQKAFRERKER
Cgla|CAGL0F03069g NKRTAQNRAAQRAFRERKEA
Scas|Scas714.56 NKRTAQNRAAQRAFRERKER
Scas|Scas717.36 NRRTAQNRAAQRAFRERKER
Kwal|Kwal47.18631 NKRTAQNRAAQRAFRERKER
Klac|KLLA0A01760g DKRTAQNRAAQRAFRERRER
Sklu|SAKL0G04950g NKRTAQNRAAQRAFRERKER
Agos|ADR195C  NRRTAQNRAAQRAFRERKER
Clus|CLUG02670 SKRTAQNRAAQRAYRERKER
Dhan|DEHA2G02420g SKRTAQNRAAQRAYRERKER
Cgui|PGUG00664.1 SKRTAQNRAAQRAYRERKER
Ctro|CTRG02398.3 SKRTAQNRAAQRAYRERKER
Calb|orf19.1623 SKRTAQNRAAQRAYRERKER
Cpar|CPAG05080 SKRTAQNRAAQRAYRERKER
Lelo|LELG02745 SKRTAQNRAAQRAYRERKER
Ylip|YALI0F03388g SKRKAQNRAAQRAFRERKEK
Anid|AN0671  AKKRANDRQAQRAIRERTKT
Ncra|NCU07900  DKKRERDRRAQQNLRTKRLE 
Sjap|SJAG04036 SRRKAQNREAQRAFRRRKEE
Soct|SOCG04339 SKRKAQNRAAQRAFRKRKED
Spom|SPAC1783.07c SKRKAQNRAAQRAFRKRKED

ScYap3
Scer|YHL009C  AKKKAQNRAAQKAFRERKEA
Spar|spar38-g1.1 AKKKAQNRAAQKAFRERKEA
Smik|smik321-g8.1 AKKKAQNRAAQKAFRERKEA
Sbay|sbayc513-g8.1 AKKKAQNRAAQKAFRERKEA
Cgla|CAGL0K02585g ARKKAQNRAAQKAFRERKEA
Cgla|CAGL0M10087g DKKKAQNRAAQRAFRERKEA
Scas|Scas668.25 QKKKEQNRAAQKAFRERKEN
Scas|Scas673.3 AKKKAQNRAAQKAFRERKEA
Kwal|Kwal26.7848 RKKKAQNRAAQRAFRERKEA
Klac|KLLA0B13695g RRKRALNRAAQKAFRERKEA 
Sklu|SAKL0E02420g ARKKAQNRAAQRAFRERKEA
Agos|ABR018C  EKKKAQNRAAQKAFRERKEA 
Clus|CLUG02366 IKKKAQNRLAQRAFRERKET
Dhan|DEHA2E11616g MKRKAQNRAAQRAFRERKET
Cgui|PGUG03388.1 LKRKAQNRLAQRAFRERKET
Ctro|CTRG05304.3 LKRKAQNRAAQRAFRERKET
Calb|orf19.3193 MKRKAQNRAAQRAFRERKES
Cpar|CPAG03328 LKRKAQNRAAQRAFRERKET
Lelo|LELG03758 MKRKAQNRAAQRAFRERKEF
Ylip|YALI0D09757g TKRKAQNRAAQRAFRERREQ
Anid|AN4562  SKRKAQNRAAQRAFRERKER
Anid|AN7513  SKRKAQNRAAQRAFRERKEK
Ncra|NCU01994  SRRKAQNRAAQRAFRERKER
Ncra|NCU03905  SKRKAQNRAAQRAFRERKEK
Ncra|NCU04211  SRRRAQNRASQRAYRERKDQ

ScYap4 / 6
Scer|YDR259C  TRRAAQNRTAQKAFRQRKEK
Scer|YOR028C  TKRAAQNRSAQKAFRQRREK
Spar|spar113-g1.1 TRRAAQNRTAQKAFRQRKEK
Spar|spar372-g6.1 TKRAAQNRSAQKAFRQRREK
Smik|smik823-g1.1 TKRAAQNRSAQKAFRQRREK
Smik|smik239-g1.1 TRRAAQNRTAQKAFRQRKEK
Sbay|sbayc668-g27.1 TKRAAQNRSAQKAFRHRREK
Sbay|sbayc630-g34.1 TRRAAQNRTAQKAFRQRKEK
Cgla|CAGL0M08800g TKRAMQNRKAQKAFRQRKEQ
Scas|Scas660.23 AKRAAQNRNAQKAFRQRKER
Scas|Scas699.32 TRRAAQNRNAQKAFRKRREQ
Kwal|Kwal55.19947 TKRAAQNRNAQKAFRQRRER
Klac|KLLA0E16929g TKRAAQNRNAQRAFRQRREK
Sklu|SAKL0G07128g TKRAAQNRNAQKAFRQRRER
Agos|AEL222C  TKRAAQNRSAQKAFRQRREK
Clus|CLUG05390 TKRAAQNRNAQKAFRQRREK
Dhan|DEHA2E20614g TKRAAQNRSAQKAFRQRKEK
Cgui|PGUG05046.1 TKRAAQNRSAQKAFRQRKEK
Ctro|CTRG01197.3 TKRAEQNRNAQRAFRIRKEK
Calb|orf19.861 TKRAEQNRNAQRAFRIRKAN
Cpar|CPAG00561 TKRAEQNRNAQRAFRQRREK
Lelo|LELG01280 TKRAEQNRNAQRAFRQRKEK
Ylip|YALI0D07744g TKRAAQNRAAQRAFRQRKEQ
Anid|AN10378  SKRAAQNRAAQRAFRQRKES
Ncra|NCU06399  SKRAAQNRAAQRAFRQRKEG

ScYap5 / 7
Scer|YIR018W  QKKKRQNRDAQRAYRERKNN
Scer|YOL028C  EKRRRQNRDAQRAYRERRTT
Spar|spar28-g3.1 QKKKRQNRDAQRAYRERKNN
Smik|smik942-g9.1 QKKKRQNRDAQRAYRERKNN
Sbay|sbayc448-g2.1 QKKKRQNRDAQRAYRERKNN
Cgla|CAGL0K08756g NRKRLQNREAQRAYRERSRN
Cgla|CAGL0F01265g ARRRRQNREAQRAYRERKAT
Scas|Scas717.26 ERKKIQNRDAQRAYRERRAN
Scas|Scas643.5 AKRRKQNRDAQRAYRERKAN
Kwal|Kwal55.20824 DPRKVRNREAQRAFRERQAG
Klac|KLLA0D14399g EKRRKQNREAQRAYRERKAN

ScYap8
Scer|YPR199C  NKRAAQLRASQNAFRKRKLE 
Spar|spar296-g2.1 NKRAAQLRASQNAFRKRKLE 
Anid|AN0166  LTKPTHDRLVKIFSYLINFV  
Anid|AN4978  YEDAMDARDIVPAFHGSDFK 
Ncra|NCU06568  LYKPTHDRLVRMLSYVINFV 
Ncra|NCU07069  KDAMDRARDVVP--DGSDFM 

*

*

Clus|CLUG04510      SANSPIRPASTNVVAGPAVP 
Dhan|DEHA2C06930g   PTSRCPSIPRQQKQPSCVGK 
Calb|orf19.740      KKELSSSLNSQQQQALHCHE 
Cpar|CPAG05336      PSAKQSTNRKSNKKSDCCAN 
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