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CARMIPATHWAY [13] The methyltransferase CARML 2 e
interacts with transcription factors such
a5 CBP/p300 and methylates histones
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overlap matrix by gene and geneset B g 2 2 F B 2 2 3 5 & description
E2F1 S _E2F transcription factor 1
E2F3 S _E2F transcription factor 3
TFDPL S _transcription factor Dp-1
E2F4. S E2F transcription factor 4, p107/p130-binding
epan0 || 514 binding proten p3t0
CREB1 S cAMP responsive element binding protein 1
SPL S Spl transcription factor
sP3 S Sp3 transcription factor
ELK1 S ELK1, member of ETS oncogene family
z1c2 S Zic family member 2 (odd-paired homolog, Drosaphila)
VDR S vitamin D (1,25- dihydroxyvitamin D3) receptor
MZF1 5 myeloid zinc finger 1
PAXS S paired box gene 5 (B-cell lineage specific activator)
TFAP2A S _transcription factor AP-2 alpha (activating enhancer binding protein 2 alpha)
TFAPZB S transcription factor AP-2 beta (activating enhancer binding protein 2 beta)
TFAP2C S transcription factor AP-2 gamma (activating enhancer binding protein 2 gamma)
ZNF589 S zincfinger protein 589
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